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GTCTATCAATATATAGTTGCTGATCAGATCGTAACCACACAAAAAACCAACACACAGTTCTAATGAAAATAAAGAACTTTTATTATCCTCAGGTCTAGCTGGAATTCAGATCTGT

GATTGTAAATAAAATGTAATTTACAGTATAGTATTTTAATTAATATACAAATGATTTGATAATAATTCTTATTTAACTATAATATATTGTGTTGGGTTGAATTAAAGGTCCCGGCATCCT

CAAATGCATAATTTCATAGTCCCCCTTGTTGTAAGTGATGCGTATTTCTGAATCTTTGTAAAATAGCACACAAGACTCCAACGCGTTTGGCGTTTTATTTTCTTGCTCGACTCTAGTTTA

TTAGGCCTCTAGAGATCCGTATTTATAGGTTTTTTTATTACAAAACTGTTACGAAAACAGTAAAATACTTATTTATTTGCGAGATGGTTATCATTTTAATTATCTCCATGATCCAATAAC

CTAGAATAAAGGGCCCGACCTTTAATTCAACCCAACACAATATATTATAGTTAAATAAGAATTATTATCAAATCATTTGTATATTAATTAAAATACTATACTGTAAATTACATTTTATTT

ACAATCACAGATCCCCGGGACTAGTAATAAAAGATGTTTATTTTCATTAGATGTGTGTGTTGGTTTTTTGTGTCTAGTAATAAAACCTAGAGGATCGATCCCCCGGATCTGATCATGGAG

ATAATTAAAATGATAACCATCTCGCAAATAAATAAGTATTTTACTGTTTTCGTAACAGTTTTGTAATAAAAAAACCTATAAATATCGGATCCTCTAAGCTTGCGGCCGCACTCGAG

CACCACCACCACCACCACTAACCTAGGTAGCTGAGCGCATGCAAGCTGATCCGGGTTATTAGTACATTTATTAAGCGCTAGATTCTGTGCGTTGTTGATTTACAG
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pBAC4x-1 is a baculovirus transfer plasmid (Cat. No. 70045-3) designed for cloning and co-ex-
pression of up to four target genes or multiple copies of the same gene in insect cells. The plasmid
contains two polh promoters and two p10 promoters, each of which is upstream of unique cloning
sites for sequential insertion of target genes. The homologous promoters are in opposite orienta-
tions to minimize recombination. The plasmid is compatible with BacVector™-1000, -2000 or -3000
Triple Cut Virus DNA for low background transfection and efficient utilization of the promoters.
The vector provides optional expression of a C-terminal His•Tag® fusion sequence from the polh
right-hand promoter by allowing read-through of inserts in the proper reading frame. Unique re-
striction sites are indicated on the circle map. The cloning/expression region of the coding strand
transcribed from the clockwise promoters is shown below. The f1 origin is oriented so that infec-
tion with helper phage will produce virions containing single stranded DNA that corresponds to
this strand. Single stranded sequencing of phage-derived DNA can be performed using the
1629DWN primer (Cat. No. 70011-3).
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pBAC4x-1 sequence landmarks

p10 (left) promoter 1251-1340
p10 (left) transcript. start 1319-1320
polh (left) promoter 1511-1581
polh (left) transcript. start 1559-1560
p10 (right) promoter 1647-1736
p10 (right) transcript. start 1667-1668
polh (right) promoter 1863-1933
polh (right) transcript. start 1884-1885
His•Tag coding sequence 1967-1984

pBAC4x-1 Transfer Plasmid

pBAC4x-1
(5917bp)



TB133 12/98pBAC4x-1 Restriction Sites
Enzyme # Sites Locations
AatII 1 2365
AccI 2 107 392
AceIII 4 2750 3532 4772 5778
AciI 56
AflIII 6 547 1451 2435 2585 2690

3580
AgeI 1 2932
AluI 23
AlwI 20
Alw21I 4 1968 3898 5059 5144
Alw44I 2 3894 5140
AlwNI 1 3996
ApaI 1 1625
ApoI 11
AvaI 2 1744 1961
AvaII 3 1357 4611 4833
AvrII 1 1988
BamHI 1 1937
BanI 7 2887 2914 3118 3169 3181

4421 5581
BanII 2 1625 5551
BbsI 2 646 2543
BbvI 18
BccI 11
Bce83I 5 3352 3671 3969 4210 5078
BcefI 6 20 2748 2862 2903 4082

5595
BcgI 4 2865 2899 4978 5012
BclI 2 1156 1840
BfaI 16
BglI 2 4593 5861
BglII 1 1243
BmgI 3 1623 2670 3170
BpmI 1 4543
Bpu10I 1 564
Bpu1102I 1 1997
BsaI 2 433 4534
BsaAI 2 2084 5622
BsaBI 2 1577 1866
BsaHI 6 643 2362 2562 2915 3182

5010
BsaJI 5 1743 1744 1831 1988 3740
BsaWI 5 981 2932 3786 3933 4764
BsaXI 2 303 5674
BsbI 8 864 1185 1341 1645 1789

2690 2879 5715
BscGI 7 3099 3907 4253 4474 4498

5020 5528
BsgI 3 2729 3023 3177
BsiI 2 3753 5137
BsiEI 6 1956 3496 3920 4843 4992

5889
BslI 9 190 412 2251 3602 3620

3786 4065 5403 5729
BsmI 1 85
BsmAI 8 433 1097 2871 2934 3370

3429 4534 5310
BsmBI 2 1097 2934
BsmFI 4 1343 1374 1761 2490
BsoFI 35
Bsp24I 6 2500 2532 4073 4105 4251

4283
Bsp1286I 8 1625 1968 2672 3172 3898

5059 5144 5551
BspGI 1 2254
BspLU11I 1 3580
BsrI 11
BsrBI 5 3037 3332 3513 5314 5478
BsrDI 3 227 4534 4708
BsrFI 6 929 2932 3124 3172 4553

5517
BsrGI 3 197 916 2414

Enzyme # Sites Locations
BstXI 1 315
BstYI 11
Bsu36I 1 1223
Cac8I 23
CjeI 20
CjePI 12
ClaI 3 1825 3056 3379
CviJI 62
CviRI 16
DdeI 9 564 1223 1944 1997 2938

3855 4264 4430 4970
DpnI 30
DraI 7 45 577 2174 3460 4339

4358 5050
DraIII 1 5625
DrdI 2 3688 5669
DrdII 1 5617
EaeI 2 1953 4861
EagI 1 1953
Eam1105I 2 647 4473
EarI 4 199 695 5268 5906
EciI 7 11 2811 2817 2823 3654

3800 4628
Eco47III 2 2042 3225
Eco57I 2 4128 5140
EcoO109I 2 1357 1621
EcoRI 1 1237
EcoRII 4 3606 3727 3740 5914
FauI 9 2629 2643 2791 3000 3030

3392 5414 5483 5887
FokI 4 1351 4439 4620 4907
FspI 3 807 4695 5868
GdiII 2 1953 4861
HaeI 4 1495 3595 3606 4058
HaeII 8 2044 2918 3083 3185 3227

3828 5467 5475
HaeIII 14
HgaI 9 294 651 1114 2144 2570

3691 4269 4999 5400
HgiEII 1 4166
HhaI 29
Hin4I 11
HincII 2 108 393
HindIII 1 1946
HinfI 13
HphI 9 331 1027 2848 4316 4543

4959 5165 5200 5622
MaeII 15
MaeIII 15
MboII 15
MluI 2 547 1451
MmeI 5 1472 2999 3795 3979 5647
MnlI 30
MseI 52
MslI 7 70 1098 3163 3427 4725

4884 5243
MspI 19
MspA1I 6 803 3007 3187 3922 4167

5108
MunI 4 2073 2418 2979 3344
MwoI 18
NarI 2 2915 3182
NciI 8 1361 1745 1746 1833 2018

3960 4656 5007
NgoAIV 2 929 5517
NlaIII 12
NlaIV 20
NotI 1 1953
NsiI 2 332 1378
NspI 3 114 2007 3584
PacI 2 1290 1698
Pfl1108I 1 4491

Enzyme # Sites Locations
PleI 9 298 1438 1473 2417 3474

3959 4462 5678 5686
PmeI 1 3460
Psp5II 1 1357
Psp1406I 3 4699 5072 5835
PvuI 2 4843 5889
RcaI 2 4300 5308
RleAI 2 305 3155
RsaI 11
SalI 2 106 391
Sau96I 9 1357 1621 1622 4515 4594

4611 4833 5628 5896
Sau3AI 30
ScaI 1 4953
ScrFI 12
SfaNI 8 339 1373 1397 2829 3677

4729 4920 5169
SfcI 5 3417 3845 4036 4714 5399
SgrAI 1 3172
SmaI 1 1746
SnaBI 1 2084
SpeI 1 1750
SphI 1 2007
SspI 7 155 573 2178 2375 3248

5277 5830
StuI 1 1495
StyI 1 1988
SwaI 1 2174
TaqI 16
TaqII 7 307 3482 4821 5006 5159

5176 5720
TfiI 4 594 1420 2047 3555
ThaI 15
TseI 18
Tsp45I 3 4729 4940 5444
Tsp509I 50
Tth111II 5 1061 2238 4170 4177 4209
UbaJI 17
VspI 6 20 128 1290 1694 2569

4645
XbaI 1 1498
XhoI 1 1961
XmnI 2 2625 5072

Enzymes that do not cut pBAC4x-1:
AflII ApaBI AscI BaeI BseRI
BspEI BspMI BssHII Bst1107I BstEII
DsaI EcoNI EcoRV FseI HpaI
KpnI MscI NcoI NdeI NheI
NruI NspV PflMI PmlI PshAI
PstI PvuII RsrII SacI SacII
SapI SexAI SfiI SgfI SrfI
Sse8387I SunI Tth111I XcmI
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