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Data Analysis

» Appropriate kinetic models were used for the K, determination based on the Fc
receptor mADb interaction

» 1:1 binding model: FcyRI, FcyRIIIA

» Steady state affinity model: FcyRIIIB, FcyRIIA, FcyRIIB, FcRn
* 9% Chi? of Rmax value < 20% of the Rmax for the steady state analysis.
* 9% Chi? of Rmax value < 10% of the Rmax for the kinetic analysis.
» tc values should be greater than 108,

Summary

» Binding assays were developed to perform kinetic, real-time analysis of the binding
interaction between Fc receptors and the Fc region of therapeutic monoclonal
antibodies (mAbs), using SPR technology.

K,=233.3 nM

» The assays were developed using a Biacore T200 instrument, which uses direct
immobilization of recombinant Fc receptors, followed by kinetic binding analysis in
order to generate an equilibrium dissociation constant (K,) value.

» As expected, the analyzed mAbs exhibited highest affinity to FcyRI and the
inhibitory receptor FcyRIIB/C has a lower affinity compared to all the other
Fc receptors.

» Adalimumab had higher affinity to FcRn than
Cetuximab, as reflected in the half-life of the
antibodies which is on average 15 and 5.5 days
for Adalimumab and Cetuximab, respectively.
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