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From stem cells to aging and disease, post-translational modifications (PTMs) underlie the incredible scale

and dynamics of the proteome. Make sense of your cell signaling pathways by detecting and measuring PTMs. AS p HoN I_e u 0
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Immobilon®-FL PVDF membranes in a 96-well format.
Much like Anti-Ubiquitin Antibody, Lys48-specific One membrane contains 46 histone H3 peptides (8 acetylated,
(Cat. No. 05-1307) shown here, our antibodies are thoroughly 27 methylated, 5 phosphorylated, and 6 unmodified).
validated using various techniques such as Western blot (WB), The other membrane contains 43 histone H2A, H2B, H4
immunohistochemistry (IHC), immunocytochemistry (ICC), peptides (13 acetylated, 16 methylated, 6 phosphorylated, C
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Anti-N1-Phosphohistidine (1-pHis), clone SC1-1 (Cat. No. MABS1330)
Anti-N1-Phosphohistidine (1-pHis), clone SC50-3 (Cat. No. MABS1341)

Anti-N3-Phosphohistidine (3-pHis), clone SC39-6 ECat. No. I\/IABS1351§ 0
Anti-N3-Phosphohistidine (3-pHis), clone SC56-2 (Cat. No. MABS1352 "
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Anti-phospho-Akt1/PKBo. (Ser473) Antibody, clone 11E6, Anti-phospho Histone H3 (Ser10), Alexa Fluor® 647 CH3 H3C
Alexa Fluor® 555 (Cat. No. 16-306). Detect Serine473 (Cat. No. 06-570-AF647). Detect phosphorylated histone H3
phosphorylation of Akt1/PKBa: (red). at Serine10 (yellow). | h r M eth | on | ne
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A cee N EnE e The MILLIPLEX® ua? NF-xB Signaling Magnetic Bead Kit, 6-plex [5]  Farnesylation 2043556 (@ Neddylation 9072 {) Sumoylation ~12,000
same sample. Kit (Cat. No. 48-630MAG) is one of our many Cell Signaling
multiplex assay kits. This kit includes the following analytes: : H H H HPRLI :
c-Mye (tota), and phosphorylated FADD (Ser194), IKKodB B Glycosylation Varies per MW of A\ Nitration 44.985 ¥r Ubiquitination 114.043
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